T /etc/apt/sources.list

R
B3 sudo apt update
BEIR sudo apt update
BIAETRMY apt-get upgrade
apt {ubuntu) BR sudo apt-cache search xxx
TR sudo apt install xxx
ZEEREETHR 153 sudo apt remove xxx
fir% (BECE) sudo apt-get purge xxx
TR /etc/yum.repos.d/CentOS-Base.repo
yum (yum) / R sudo yum search xxx
\ TR sudo yum install xxx
T wget xxx.zip
fEE unzip xxx.zip
FoIREK LR :
COARDIETHRATANR chmod
X .bashrc
AANSPATH
we export PATH=$PATH:xxx
anaconda
L% conda wget xxx.sh
miniconda bash xxx.sh
0 $PATH
Bc & condarc
BRRMG conda search bwa
TR conda install bwa
E%E,§\$if¢§%2022 . RRIETERA conda install bwa=0.7.12
TR
conda%dk BEECLERRMY conda list
FHRER conda update bwa
ENERERF conda remove bwa
IR conda create -n py27
BEENR conda env list
WREE
RIS conda activate
E RO e REIHE conda deactivate
conda install mamba
www.genek.cn mamba &
{E£F mamba &1 conda
install.packages('ggplot2')
3 H cran
conda install r-ggplot2
RE . : . ,
38 biocmanager BiocManager::install('DESeq2')
3H github devtools::install_github("kassambara/ggcorrplot")
£/ B RETE :
Python#&1R pip install numpy
cpanm install BioPerl
Perlt&1#
conda install perl-bioperl
%3] %3 htop . fastp. hisat2. blast
SR~

3

—~_ %4 ggplot, DESeq?2




